Agilent eArray 4.0
Print what you want, when you want it.
Any genome, any application, any
probe — any time.

2006.09. SE GSI Microarray tovabbképzés



Agilent eArray 4.0

e eArray Is the industry's only web-based microarray
design application

e provides access to the annotation and probe sequences
of Agilent's gene expression (GE), comparative
genomics hybridization (CGH), and chromatin immuno-
precipitation (ChlP) catalog microarray content

e create customized microarrays from Agilent's microarray
probe databases, your own uploaded probes, or a
combination of both
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How to gain access to eArray?

Agilent Technologies Life Sciences & Chemical Analysis

www.chem.agilent.com e

b

Genomics

Related Information I o ¢ Industry-leading
) ) 2 peak shape

litArature | ibra » New ZORBAX

Frlinsr Plis
Lalumng

Life Sciences & Chemical Analysis

Coun A Contact Us
¥ Pr

Dr. Wiener Zoltan

Login to eArray 4.0
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Process overview

Search Agilent

Probes
Create Probe ‘ Create Microarray ‘ Submit to
Group Designs Manufacturing
Upload Your Download Designs Order Arrays
Probes
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How to search for probes?
Step 1: Select search Method

Microarray Design Probe Group FProbes Tools Administration lelp

P ] Page
8 Browse = | E
— - EE Hehg

| Welcome Zoltan Wiene I Sinple Probe Group » Search » Search Results

Probe Graup (GCI)

Search Probe Group Microarrsy Design

Advanced

Name Microarray Sets Chromosoral Location

K ords Collaborations HC-CGH
=1

Status HLC-ChIP

Type Searching probes with the
Folder help of the Gene Ontology
Include SubFolders [ Datab ase

Created By |

Creation Date |
Is High Density

Display Mesults per page

| Search H Reset |
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Gene Ontology Database
ttp://www.geneontology.org

3 AmiGO! Your friend in the Gene Ontolagy. - Micrasoft Internet Explorer

File Edit Wiew Favorites Tools  Help

EBack - = - @ & | @search [EIFavortes {Media B | By S -
Address |€'] hkkp: /e, godatabase, org/cgi-bin/smigo/go.coiraction=plus_nodefdepth=1Gsearch_constraink=termsaquery==60: 0009987 &session_id=4767b1158063473
AmiGO
Search GO Eall: all (184870 ) & Graphical View
l— B @ G0:0008150 : biological_process (145029 ) &
- @ GO0000004 - biological process unknown ( 32522 )
@ GO:0009987 : cellular process (77121) &
™ Exact Match HE@ GO:0007155 - cell adhesion { 1466 )
~ Tarms @ GO0007154 : cell communication { 12499 )
. cell differentiation { 2690 )
€ Gens symboliizms : : cell recognition { 71
Submit Guery EHa@ GO0:0050875 ; cellular physiclogical process { 70231 )
Advanced Query @ 00050794 : regulation of cellular process ( 131907
Query By Sequence @ 00007275 ) development { 30697 )
EH@ GO.0040007  growth { 17609 )
Ha@ 00051704 | interaction between organisms ( 1476 )
Gene Product Filters Ho GO0021700  maturation { 0)
Species @ GO0007582 | physiological process [ 93922 )
B @ GO 0043473 pigmentation ( 103 )
A thaliana Ha@ GO.0050789  regulation of biological process ( 30799 )
B. anthracis str. Am = | @ GO0.0000003 : reproduction { 22250 )
Datasource 7 H@ GO 0050896 | response to stimulus { 16239 )

H@ GO0016032 : wiral life cycle { 307 )
CGD H @ GOO005575 ¢ cellular_component { 106518 )
dictyBase =l EH® GO0002674 : molecular_function ( 127482 )

Evidence Code 7 @
All Curator Approved B @
@

Ontology Filter

Biological Process
Cellular Component
Molecular Function

Set Filters

HML
FlatFile
Permalink

Help GOst  The Gene Ontology GO Reguest  AmiGO Reqguest

Last updated: 2006-08-10

Copyright The Gene Ontology Consortium =
&) Dane [ [ meermet
Mot Mg e D@AFEED oM || EArotal command. .| &1https:iearray....| [£7amicor vour .. E)Agient Technol .| E=Arrayzoneoats | CE R T25am
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Step 2: Enter search Criteria

P % |
G0 Search 22 eArray - Loading Windo... E@@

Folder

-"*:f:{'-: Agilent Technologies

Include SubFolders

Type
Please wait

Simple Search is in
DINDoress

Species

Exact Search

GO Term @

Contained in Probe Groups @

Display 100 % Results per page

Searching takes time, be patient
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Probes are returned

2 Agilent Technologies - Microsoft Internet Explorer

Fajl Szerkesztés Mézet Kedvencek Eszkizék  Sdgd
-") Wissza v li'] &l] . - Keresés kedvencek @M Multimédia 4 a2 3

Cirm @:I https: {fearray .chem,agilent.comfearr ayprobeGOSear ch.do?action=resultstresult=current allProbes=truedpager . of fset=0# page

Search Results

Humber of Results: 552

Result Pages: 1 2 3 2 5 [Hemt>x

I:I Go to Page

! !

| Download | | Create Probe Group Show Statistice and Sequence Annotations Hot Found | @ Ifyou have difficulty downloading the desirec

Show
W
Select Al Al

Select Probe ID Validated Probe Type Species GeneHame GeneSymhbol Accessions
£ 2 £ 2 £ 2 £ 2 £ 2

A_BB_P102527  true Expression M. musculus lNic8a ucluster4|U025316 reflNM 146148 ablABO77295 ublABO77296 gblABO7F/297

uclusterd|complement compaonent 8, slpha palypeptide

A_BB_P121008 true Expression M. musculus [Bmi1 ucluster4|U064606 reflNM 007552 refl[NM 147778 ablAK007318 ghlAK041634

uclusterdB lymphoma Mo-hLY insertion region 1

A_BB_P10808T true Expression M. musculus l|Dock2 uclusterd|U032647 refl[NM 033374 gb|AK037611 gb|AK085708 gblAK172915 ¢

uclusterd|dedicator of cyto-kinesis 2
A_BE_P117918  true Expression M. musculus Cel4 ucluster4 013092 reflNM 013652 gh|AF128218 ghlAF128219 gh|M23503 ghlh»
*

é 0 Inkernet

2 - Paint
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Create Probe Group
B

Home Collaborations Microarray Desig Frobe Group Probes Tools Administration Help

rch - - — Transfer t Order

Welcome Zoltan Wiener

Probe Group created successfully!!

Edit Probe Group

= AgilentCatalog
Name s + Microarray Designs
+ Probe Groups
Type Hpre L -l Semmelweis university
Description o + Probe Groups
bel2
=l Tolger

Status Incomplete =IProbe Groups

Folder - Tolger immune response

Wiezol
Keywords i Wunderlich_Lviusz

Created By
Creation Date

High Density
ProbeGroup

Humber of Probes

Search Criteria
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Create a Microarray Design
-Select creation methodolody-

Horme Collaborations Frobe Group Frobes

-, Transfer =

Welcome Zoltan Wiener

Creation Method
Create a new microarray design from an existing design.
Create a new microarray design de rovo. Info
Express Array. Info
Microarray design type Exprassion _
Species v | <—

2006.09. SE GSI Microarray tovabbképzés



Create a Microarray Design
-Define Microarray Design-

Horme Collaborations Probe Group Probes Tools Adrninistration

Transfer r Order -

Welcome Zoltan Wiener

Define Design
Step 2 of 5: Define Design

Hame

Description

Design Format

Control Grid
Total Humber of Features

Humber of Available Features

Keywords
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Add Probe Groups 1

Search

Step 3 of 5: Select Probe Groups Name 1

Select Hame Control Type Replicate Evenly Status

v t Incomplete
Distribnte

Type Expression

Folder Tolger

Include SubFolders

Is High Density ALL W

Display 100w | R
Enable Microfrray set
Fill Microarrays
Probe Group To Fill
Microarray
Attachment
Number of Microarrays

Humber of Available
Features

Humber of Agilent
Controls

Humber of User Controls
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Add Probe Groups 2

Search Results

Humber of Results: 1

Status Creation Date Created By Folder HMo. of Probes Is High Density

¥ ¥ ¥ ¥ ¥ : 2

sion  Incomplete 097 42006 Zoltan Wiener Tolger 552

T2 QEnSS
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Add Probe Groups 3

Select Probe Groups

Step 3 of 5: Select Probe Groups

Select Name Control Type Replicate Evenhy
Distribute

[] immune response biological w

Fill Microarrays

Probe Group To Fill
Microarray
Attachment

Humber of Microarrays

Humber of Availahle
Features

Humber of Agilent
Controls

Humber of User Controls

Iﬁil ane Filled
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Layout Probes

Layout Probes

Step 4 of 5: Layout Probes

Feature Layout .
andomized

() Ordered for Agilent Scanner
[] Append linker to 3" end More info on Linkers

Linker length
mMake prabes of length
Add linker of length

Linker sequence
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Finish or Edit the Design

If the design Is to be reviewed by others within your
organization (with versions created), the design

should be saved in the ‘Review’ status.

=l AgilentCatalog

+ Microarray Designs
+ Probe Groups
- Semmelweis university
+ Probe Groups
bel2
=l Tolger
- Microarray Designs
Immune response array
+ Probe Groups

Wiezol
Wunderlich_Lndusz
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